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� Download and Installation

� Features

� Two Demo Datasets

� Four  Steps of GAP 
Procedures

� Other  Functionalities

� Module: Microarray Tool http://gap.stat.sinica.edu.tw/Software/GAP
http://gap.stat.sinica.edu.tw/GAPforums
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Generalized Association Plots
� Input Data Type: continuous or binary.
� Various seriation algorithms and 

clustering analysis. 
� Various display conditions. 
� GAP with CovaraiteAdjusted
� GAP with Nonlinear Association 

Analysis
� GAP with Missing Value Imputation 

Statistical Plots
� 2D Scatterplot, 3D Scatterplot

(Rotatable) 
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� The data set consists of the Andreasen's
positive and negative symptom scales 
(Andreasen (1983, 1984)) for 95 first-
time hospitalized psychosis disorder 
patients. 95 patients: 69 schizophrenic 
and 26 bipolar disorders.  

� Scale for Assessment ofPositive
Symptoms (SAPS): 30 items, four 
subgroups: Hallucinations (AH1-6), 
Delusions (DL1-12), Behavior (BE1-4) 
Thought disorder (TH1-8).  

� Scale for Assessment of Negative 
Symptoms (SANS): 20 items, five 
subgroups: 
Expression (NA1-7), Speech (NB1-4), 
Hygiene (NC1-3), Activity (ND1-4) and 
Inattentiveness (NE1-2).  

� The available data set has 95
subjects (patients) with 50
variables (symptoms). 

� All the symptoms are recorded on a 
six point scale (0-5).
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The sepal length, sepal 
width, petal length, and 
petal width are measured 
in centimeters on fifty iris 
specimens from each of 
three species, Iris setosa, 
I. versicolor, and I.
virginica. Fisher (1936)
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