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�Other Functionalities

Raw Data Matrix and Two Proximity Matrices

�Features

�Two Demo Datasets

�Four Steps of GAP
� Presentation
� Seriation
� Partition
� Sufficient
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GAP
� Input Data Type: continuous 

or binary.
� Various seriation algorithms 

and clustering analysis. 
� Various display conditions. 
� Modules

(Not included in Demo Version): 
GAP with Covaraite Adjusted, 
Nonlinear Association Analysis, 
Missing Value Imputation.

Statistical Plots
� 2D Scatterplot, 3D 

Scatterplot (Rotatable)

http://gap.stat.sinica.edu.tw/Software/GAP
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All the 
symptoms are 
recorded on a 
six point scale 

(0-5).

Scale for Assessment 
of Negative Symptoms 

(SANS): 20 items, 
5 subgroups. 

Expression (NA1-7)

Scale for Assessment 
of Positive Symptoms 

(SAPS): 30 items, 
4 subgroups.

Hallucinations (AH1-6)

69 schizophrenic

26 bipolar disorders

Speech (NB1-4)

Hygiene (NC1-3)

Activity (ND1-4)

Inattentiveness (NE1-2)

Behavior (BE1-4)

Delusions (DL1-12)

Thought disorder (TH1-8)

50 Variables

95 
Subjects

Raw Data Matrix
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The sepal length, sepal width, 
petal length, and petal width are 
measured in centimeters on 50 
iris specimens from each of 
three species, Iris setosa, I. 
versicolor, and I. virginica. 
Fisher (1936)

4 variables

150 subjects

Raw Data Matrix
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File/Data 
View

Tool Bar

Menu Bar

GAP Maps 
Window

Output 
Window

Seriation
and 

Tree Flip

Mouse
Tools

Color 
Legend

Control
Panel

Variables
and

Subjects
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�� ��� 
�: plain text with tab 
separator.

Covariates: Code from 0,1,2,…

Row/Column 
Name

Number of Y 
Discrete/Continuous 

Covariates

Number of X 
Discrete/Continuous 

Covariates

Xd

Yd Yc

Xc
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Not implemented Yet!
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Show/Hide 
Control Panel

Show/Hide 
File/Data View

Xdisc. covariates

Ydisc. covariates Row Proximity MatrixRaw Data Matrix

Column Proximity Matrix

Show/Hide 
Output Panel 
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Perform seriation
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Rainbow 130

Blue-white-Red 200

Green-Black-Red 38

Grey 256

Discrete 16

ACGT

Biallel Marker 

Distance

Correlation

Gene 
Expression

Range
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Blue-white-Red 200

Green-Black-Red 38
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Actual 
Size

Fit 
Window

Fit 
Width
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Moving Maps

Cell information

Tree toolShow/hide 
proximity matrices

Add/remove 
splits

Cluster ID
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Display within the range Display without of the 
range
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Select 
subtree
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add/remove splits
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1 2 3

4
5

6 7
8

9 10 11

1
2
3
4
5
6
7
8
9

10
11

_gapCol.eps
_gapColName.eps
_TreeCol.eps
_gapXd.eps
_gapXc.eps
_gapRowName.eps
_gapYd.eps
_gapYc.eps
_gapMatrix.eps
_gapRow.eps
_TreeRow.eps

row_ordering.txt
col_ordering.txt
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http://gap.stat.sinica.edu.tw/Software/GAP

http://gap.stat.sinica.edu.tw

http://gap.stat.sinica.edu.tw/GAPforums
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